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The INSACOG reports genomic surveillance of SARS CoV -2 across the country through sequencing of 
samples from Sentinel sites and also detailed State wise district analysis for some states under State 
MoUs  (Maharashtra, Kerala and some others) A summary of the cumulative data of INSACOG and 
other state sequencing initiatives can be found at the INSACOG data portal link 
(http://clingen.igib.res.in/covid19genomes/) along with other INSACOG information at 
https://dbtindia.gov.in/insacog. New web-based query tool is now available on the data portal. All 
data presented on the portal is organized by date of sample collection, state, assigned lineage and 
mutations found on analysis.  

INSACOG: 

 Total number of samples processed so far is 70, 420 

 Total number of samples sequenced is 70, 420 

 Total number of sequences analysed are 51, 651 

Samples from MoUs with state governments: 

 Number of samples sequenced is 11, 941 

Total number of samples sequenced: 82361 

 

The number of samples with pangolin lineage assigned are 

Table 1: Cumulative samples with pangolin lineage assigned (as on 25.08.2021) 

 
Community sample  Travelers sample  

Total pangolin 
lineage 

assigned  

Total 
VOC/VOI 

Proportion  

 
46473 5178 51651 31721 61.4 

 

  

Table 2: Distribution of VOCs (as on 25-08-2021) & B.1.617.1 and B.1.617.3 
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577 3651 4228 117 102 219 1 1 2 74 21375 21449 85 5345 5430 393 31721 

       Tr&Co= Travelers and contacts; * Com= Community samples   

http://clingen.igib.res.in/covid19genomes/
https://dbtindia.gov.in/insacog
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Variants reported during the period 

Global 

There are no new VOC or VUIs added globally. Updated biological data suggest that Delta plus K417N 
(AY.1, AY.2) is antigenically similar to Delta with cross-neutralization (1). There is thus no significantly 
increased risk of immune escape by Delta+K417N in people with immunity to Delta, as per the 
updated biological data. Vaccination breakthroughs with Delta continue to be highly frequent and 
the same is likely to be true for Delta sub-lineages.  

Reclassification of Delta from AY.4 onwards is not yet fully consistent since the tools are undergoing 
updates. INSACOG is aware of the matter and issues with classification are being looked at closely. 
As mentioned in previous bulletin, these reclassifications are for epidemiological purposes to help 
finer tracking. AY.4, for examples, is a major evolutionary branch of Delta, as would be expected 
with time and spread, and presently has no other known clinical significance. Since the new lineage 
defining mutations are not presently of clinical significance, these should not be considered Delta 
plus, which is in any case an inexact terminology best restricted to AY.1 and AY.2 at this time.  

 

National 

Delta continues to be the dominant lineage in India, even after reclassification. Based on high 
stringency reclassification by INSACOG, the total number of Delta sub-lineage (AY.1 to AY.12) in India 
are only 856 out of all samples analysed, which is much less than what is reported on some global 
websites. It is specifically noted that the expanding phylogenetic cluster of AY.12 that was first noted 
in Israel, is not yet seen in India. Similar sequences that are also being classified as AY.12 at low 
stringency, do not have the same epidemiological significance. A detailed update will follow.   

Vaccination breakthroughs with AY.1/AY.2 or infections with Delta sub-lineages should be seen as 
part of the larger global picture and evidence. The number of reported vaccination breakthroughs in 
India are well within the numbers expected from the total number of infections, the fraction of 
population that is vaccinated and the known reduction in effectiveness of Covishield/Covaxin against 
infections by Delta. Vaccines continue to protect against severe disease and remain a cornerstone of 
public health strategy.    

 

 

1) https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachm

ent_data/file/1012644/Technical_Briefing_21.pdf 

https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1012644/Technical_Briefing_21.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1012644/Technical_Briefing_21.pdf

