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20" March, 2023

The INSACOG reports genomic surveillance of SARS-CoV-2 by whole genome sequencing of samples from
sentinel sites across the country and international passengers arriving in India. A summary of the cumulative
data of INSACOG and other state sequencing initiatives can be found in the INSACOG data portal along with
other INSACOG related information at https://ibdc.rcb.res.in/

INSACOG:

Total number of samples sequenced is 273,825

Samples sequenced by IGSLs under State government MoUs: 34,763
Total number of samples sequenced: 308,588

The number of samples with pangolin lineages assigned are given below:

Table 1: Cumulative samples with pangolin lineage assigned (as on 17.03.2022)
Community sample | Travelers Total pangolin lineage | Total VOC/VOI | Percentage
sample assigned
191041 12383 203424 168587 82.9
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Global Scenario

Globally, nearly 4.1 million new cases and 28000 deaths have been reported in the last 28 days. During the
week 08 of the year 2023, there has been a continued increasing trend in the proportions of recombinant
lineages globally. The global variant landscape is characterized by a continuous increase in prevalence of the
recombinant variant XBB and its descendent lineages. At a global level, XBB* (XBB and its descendant
lineages, excluding XBB.1.5) and XBB.1.5 are increasing in prevalence in all over the world. Due to the
growth advantage of this recombinant variant, the replacement of former circulating variants was anticipated.
BA.1, BA.3 and BA.4 collectively accounted for less than 0.1% of sequences in week 8. BA.2 and BA.5 have
both declined in prevalence; they accounted for 13.1% and 20.1% in week 8. The pooled class of
recombinants has increased in prevalence to 46.7%. Unassigned sequences (all presumed Omicron while
awaiting descendent lineage assignment) accounted for 20.1% of the shared sequences. However, there is
no indication of increased severity associated with these variants under monitoring compared to the former
Omicron lineages.

Indian Scenario

Omicron and its sub-lineages continue to be the dominant variants in India. An increase in infection rate has
been observed, especially in Western, Southern and Northern part of India as well as a newly emerged
recombinant variant XBB.1.16, accounting for 27% of the infection till date. Among the samples collected till
the second week of March 2023, XBB continued to be the most commonly circulating Omicron sub-lineages.
A few BQ.1 and BA.2.75 sub-lineage was detected in some part of India, whereas XBB was the most
prevalent sub-lineage of omicron variant.

Country wide analysis:




SN OF SOOI & TEONAICY GOV OF PO Rt DA e o Y =nmz g
INDIAN SARS-COV-2 GENOMICS CONSORTIUM smes T —— - o o

oI | ] o1
e DU ‘Yv.nl (OO ARRICXT *.*w« L, S i ol
*w*l\sf\m"ltm* s e ) L bl el

-]
INSACOG BULLETIN

Week wise lineage distribution
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Region-wise analysis:
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NorthEast Indi lineage distribution

Agon: 17-03-202313.00.00

120

110

oo

w
&

@
&

Lineage Frequenay in %
@
2

-
&

w
=]

"
]

w
=1

ra
1

=
1

oo

Zeta M ¥BE.1.16 BN XEE M Other [ Omicron Kapps Ml Iota WM Gamma [I0]Eta MM Epsilon MM Delz Beta BEQ MEEF7 MEBAS MM BA4 BA3 W BA2X MNEEA2.75 NEBA222 I BA212
W Baz10 BA.2 EMBA1X [ pA1 WM ilphs

o

9-2022
10-2022

16-2022 [
20-202 |

17-2022 I

11-2022 |
14-2022 [

Ag on: 17-03-2023 12.00.00

Lineage Frequencyin %

120

110

NHNMN\ H\\iwfmlﬂﬂ | L..ﬂ,.ﬂﬂlﬂ

=

w
=

@
a

=1
a

m
]

w
=]

e
&

w
=]

r
53

=
53

Zeta WM ¥BB.1.16 WM XEE MM Other MMM Omicron [0 Kapps MM Iota MM Gamma [0 Etz WM Epsilon WM Dehz Bets 60 MMER7 MM EBAS WM EBA4 B3 M EA2X MEEBA2TS EMBA238 [TIBAZIZ
BA.2.10 BA.2 B BA1X [ BA1 WM Alphs

iy

gegesoooonooonooconooononoooonoconoooon oD
SEESSnnE S8 Sanne Sanas SEannnns SaonEa S an ae

Week-Year



e ve ey w f iy of
DXPARTMINT OF BOTIONOLOCY nanu.mcmw cumal | ’\}I 'cm? b ""‘ i F :.::‘
T O JCENCE L KT KNI O A Ane AR o Sy PR D —

T ) — - B o

INSACOG BULLETIN

E I |

Ason: 17-03-2023 13.00.00

120

110

=

1]

w
=)

@
&

=
=]

Lineage Frequency in %
w a ow @
& o9 2

o
5]

-
B

o L
R Soncaas SRR Ranng
AT Ry PN TR RN AT AR AR
a foateiaby b
Week-Year
Zeta W XBE.1.16 NN ¥E3 MM Other MMM Omicron [0 Kapps MM Iota WM Gamms [0 Era MM Epsilon MM Deft= 100 Bet 5Q EEERT MEIGAS MMEA4 B43 WM BA2X WENBA275 EEIBA238 I BAR12
84.2.10 B4 EEEA1X WMBAI N Aphz
Central India - Week wise lineage distribution
Ason: 17-03-2023 13.00.00
120
100 I
* I
£ =0
g
£
H
g
-]
2
w
@
g
a 40
£
-
20
R u | M

Zeta M xBB.1.1c¢ MM xge MM Other WM Omicron [ Kappa WM Iota B Gamma Eta WM Epsilon WM Deka | Beta eq EMcsr7 EMeas BMzrs BA.z M 282X

W Eaz.75 WM EA 23 BA.2.12 BA.2.10 Ba.2 WM EBAlx [ea: WM alpha



A I\\“ “l] 2 l“ COMTMN O BOTIONCEY i Bl Y |cm:-mm- W‘LL -
m u M O O TN SISOV O RO Lre R et e .~ N q&u ‘

T ) — -

INDIAN"SARS-COV-2 GENOMICS'CO aze

INSACOG BULLETIN

Reference:
1. WHO weekly epidemiological report.



